In the title compound, C 15 H 10 BrN 3 O 2 S, the dihedral angles between the 1,3,4-oxadiazole ring and the 3-pyridinyl and bromobenzene rings are 12.17 (15) and 18.74 (15) , respectively. In the crystal, the molecules are linked into [100] chains by way of C-HÁ Á ÁO, C-HÁ Á ÁN, C-HÁ Á ÁS hydrogen bonds. The Hirshfeld surface analysis indicates that the most important contributions to the packing are HÁ Á ÁH (19.5%), NÁ Á ÁH (17.3%), CÁ Á ÁH (15.5%), BrÁ Á ÁH (11.7%), and OÁ Á ÁH (11.0%) interactions.
Chemical context
Substituted 1,3,4-oxadiazoles exhibit numerous biological activities such as antibacterial and antifungal (Prakash et al., 2010 , Chandrakantha et al., 2010 , anticancer (Abu-Zaied et al., 2011) , anti-inflammatory, analgesic (Husain et al., 2009 , Omar et al., 1996 , anticonvulsant and neurotoxic activities (Rajak et al., 2010 , Zarghi et al., 2005 . Chemical compounds having a 1,3,4-oxadiazole moiety are also important contributors towards the synthesis of biologically active heterocyclic compounds having antibacterial activity against resistant strains (Bharti et al., 2010) . As part of our studies in this area, we now describe the synthesis and structure of the title compound (I), a product of the condensation reaction between alcoholic solutions of 5-(3-pyridyl)-1,3,4-oxadiazole-2-thiol and 2,4-dibromoacetophenone in the presence triethyl amine (Kashtoh et al., 2014) .
Structural commentary
The structure of (I) (Fig. 1) is composed of three near-planar aromatic rings [bromophenyl (A), 3-pyridinyl (B) and 1,3,4-oxadiazol (C)]. The inter-ring dihedral angles are A/B = 6.93 (15), A/C = 18. 74 (15) and B/C = 12.17 (15) . The C7-C8-S2-C9 torsion angle of 172.56 (17) indicates approx- ISSN 2056-9890 imate coplanarity of these atoms. Otherwise, geometrical data for (I) are similar to those found in structurally related compounds (Xia et al., 2011; Xu et al., 2005) .
Hydrogen bonding and Hirshfeld surface analysis
The packing of (I) is consolidated by C1-H1BÁ Á ÁO1, C1-H2BÁ Á ÁS2 and C4-H4AÁ Á ÁN2 hydrogen bonds, which form chains running along a-axis direction (Fig. 2 , Table 1 ). The Hirshfeld surface analysis (Hirshfeld, 1977) of the crystal structure indicates that the contribution of the HÁ Á ÁH intermolecular interactions to the crystal packing amounts to 19.5%, NÁ Á ÁH = 17.3%, BrÁ Á ÁH = 11.7% and OÁ Á ÁH = 11.0%. Minor intermolecular contacts for the cohesion of the structure are: CÁ Á ÁO = 4.7%, CÁ Á ÁC = 3.6% and others (BrÁ Á ÁC, CÁ Á ÁS, CÁ Á ÁN, BrÁ Á ÁS, NÁ Á ÁN, BrÁ Á ÁN, OÁ Á ÁN)= 10.4%. These contacts are represented by conventional mapping of d norm on the molecular Hirshfeld surface, as shown in Fig. 3 . The HÁ Á ÁH contribution to the crystal packing is shown as a Hirshfeld surface two-dimensional fingerprint plot with red dots (Wolff et al., 2012) . The d e (y axis) and d i (x axis) values are the closest external and internal distances (Å ) from given points on the Hirshfeld surface (Fig. 4) .
Comparison with reported literature
A database search disclosed a long list of compounds containing the 1,3,4-oxadiazole moiety; however, only two examples of sulfanylethanone-substituted 1,3,4-oxadiazole derivatives were found, viz. 1,3-bis{[5-(pyridin-2-yl)-1,3,4-oxadiazol-2-yl]sulfanyl}propan-2-one (II) (Xia et al., 2011) and et al., 2005) . HÁ Á ÁN interactions were found to be the most relevant intermolecular interactions to form hydrogen bonds with neighboring molecules. Therefore, D-HÁ Á ÁN interactions were considered in a comparison with reported structures. In the crystal of (II), the molecules are linked into a three-dimensional network via weak C-HÁ Á ÁN hydrogen bonds (HÁ Á ÁN distances = 2.51 and 2.54 Å ) In (III), the C-HÁ Á ÁN hydrogen bonds are found to be slightly weaker in comparison with the first structure (HÁ Á ÁN distances = 2.41 Å ). The change in substituents also changes the packing pattern towards zigzag chains extending along the b-axis direction. In addition, both (II) and (III) feature aromatic -stacking interactions, which are not observed in (I).
Synthesis and crystallization
5-(3-Pyridyl)-1,3,4-oxadiazole-2-thiol (179 mg, 1 mmol) and triethyl amine (0.1 ml) were added in ethanol (10 ml) and stirred for 10 min in a round-bottomed flask. After 10 min, to the reaction mixture was slowly added 2 4-dibromacetophenone (278 mg, 1 mmol). The mixture was refluxed until complete consumption of starting materials, the progress of reaction being monitored by TLC. After 2 h, the precipitate that had formed was separated, washed with ethanol and recrystallized from methanol solution to afford colourless blocks (346 mg, 92% yield).
624 Bano et al. The crystal packing of the title compound (I). Only hydrogen atoms involved in hydrogen bonding (dashed lines) are shown. Table 1 Hydrogen-bond geometry (Å , ). The molecular structure of (I) with displacement ellipsoids drawn at the 30% probability level.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . H atoms were positioned geometrically with C-H = 0.93 Å (CH) or 0.97 Å (CH 2 ) and constrained to ride on their parent atoms with U iso (H)= 1.2U eq (C). Computer programs: SMART and SAINT (Bruker, 2000) , SHELXS97, SHELXL97 and SHELXTL (Sheldrick, 2008) , PARST (Nardelli, 1995) and PLATON (Spek, 2009 program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) , PARST (Nardelli, 1995) and PLATON (Spek, 2009 ).
1-(4-Bromophenyl)-2-{[5-(pyridin-3-yl)-1,3,4-oxadiazol-2-yl]sulfanyl}-ethan-1-one
Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) x−1/2, −y+3/2, −z+1; (ii) x+1/2, −y+3/2, −z+1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

